CLUSTAL X (1.83) MULTIPLE SEQUENCE ALIGNMENT

File: C:Documents and Settingss4103092My DocumentsSemester 1B1OL 3004 group pPgieetM 8A Jast 3%d 1r8hi 58<fl0Me.ps
Pagelof 1

L. :*::* * k% *.* : : * **. :*** : * * * * * * **: * % * * * *

Rat - - - - NPSSPLR- - VAV KRE- ES- VI PNV CEK- IRYEGVYNEL L RKE- KELMIICONG! LHVLBRNKRI KPRPERF@N- - - - - - - - - - - - --------- Qv 119
Mouse - - - - NPSSPLR- - VAV PNVIYCFK- TTYBGVYNEL L RKE- KELYTCNGI LHVLERNKRI KPRPERFQN- - - - - - - - - - - - - - - == - - - Qv 119
Human - - - - NPSSPLR- - VAV PNVYCFK- [FTYBCVYNEL L RKE- KELYTCNGI LHVLERNKRI KPRPERFQN- - - - - - - - - - - - - - = - - - - - Qv 119
Bovin ----NPSSPLR- - VAV PNVYCFK- TTYDCVYNEL L RKE- KELYTCONGI LHVLERNKRI KPRPERFQN- - - - - - - = === === === == - - Qv 119
Chick ----MPSSPLR- - VAV PNVIYCFK- TTYDCMVYNEL L RKE- KELYTCONGI LHVLERNKRI KPRPERFQN- - - - - = - === == === === == - Qv 119
Xenl a - --- NPEAPLR- - VAV PNVYCFK- TTYECVYSELL KKE- KELYTCONGI LHVLERNRRI KPRPERFQN- - - - = - - == === == === == - - Qv 119
Danre ---- NPPHPLR- - VAV PNI YCFK- TTYECMYNELVRKE- KELYTCONGI LHVLERNKRI KSRPERFQS- - - - = - === === === ===~ Qv 119

Drosophil a - - - XICPSKLA- - VAV PNVIYEFG- TKYEC! YRELESKE- KEFYTCONGLLHXLERNRRI KKCPERFEB- - - - - - - === === === == - - - LV 120
Dicdi_cut --------- - -1 AV PNI FSFCG- TPYCEI ¥TSLKNGE- CELYI RNCLLNVLERNI SVKLAPEKVGEE- - - - - - - - -~ = ==~~~ ---- AV 116
CryneHorol ogue VBKCVPCER PLFCV PNVYRFG- TPYBL! YRBLESCE- PCLYTRNGI LPNLERNRKVKKAPEKWGEL - - - - = - = - === === === - = - AV 126
Ashgo_cut --------- LR- = : L LENLERNRRI KKAPEKVWHE- - - - - == === === =-===--- sV 114
Klula_cut --------- P SV 114
Canga - - - NDCKCALK- - F P 2 TK AV 120
Yeast - MPSHRNSNLK- - F PNVYSFC- TPYNCI ¥YNBL L SCS- ACRYKSNGLLCVLERNRRLKKAPEKVGE- - - - - - - - - === == === === - AV 122
Debha - - - - WVSCSLK- - | KCLKCAG- - YNV PNVYEFG- TPYBCI YREL TSCBYHKNMYESNGLI RVl NRNRHI KRAPEKWHNNA- - - < = = -« - - oo oo oo - g LV 122
Yarli ------ ELK- - M KVLKEAG- - FCV PNI YAFG- TPYDC! YNELSACE- ERLYAWANGLL TMLERNRKI KTAPERVWE- - - - - = - = - === === === - = - AV 117
Schpo - - - MAPKIINLG- - | SVI NVLKNAG- - YQVI PNI YCFCG- YPYBEI YKELEACE- SRLYTANCLLKVLERNRRI KRAPCRVGE- - - - - - - - - - - - - - - - - - - - - Q Al 120
Neucr _cut --------- LK- - F LRLSLAN- - YPVI P 134
Chagb_cut --------- LRLACAN- - YPVI P 134
G bze_cut --------- L RLSCAL- - YPVI P 134
ASpOTr _CUt -=-=-=--- LRLSTAPSPFPVI p 138
Aspfu_cut --------- LRLSTAPSPFPVI P 138
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Rat LNSR- - - - - R LCQCI CHEEB- - - - - ---------------- B 194
Mouse LNSR- - - - - ! LCCCl CHEEB- - - - - ---------------- | 194
Human LNSR- - - - - ! LCCCl CHEEB- - - - - -----------o---- | 194
Bovi n LNSR- - - - - : LCCICHUER- -------------------- Z 194
Chi ck LNSR- - - - - 2 LCCCl CHEEB- - - - - - - -------------- 3 194
Xenl a LNSR- - - - - 2 LCCCl CHEEB- - - - - - - -------------- | 194
Danre LEBLNSR----- : LCCCl CHICB- - - - - - - -------------- 194
Dr osophi | a XESX- - - - - -N ! XI NXXAKSTE- - - - - - - == - - o - - 195
Di cdi _cut | EBLLCR----- DVS.SLL(;P IWSITEKILN- - - - - - - - - e - - - 193
CryneHonol ogue CCBLLTR----- SGEY- - NRP! | B - E 201
Ashgo_cut LMAR- - - - - - - CGCCL KI =C LVKALNSKNQECEG- - - - - -------- g Tl NDVVA 198
Kl ul'a_cut LMNR- - - - - - - ZCLNLI =C L ACNLRCKVFECEK- - - - - - = - - - - - - 3 FI NDVF 198
Canga LMNR- - - - - - - Kl =C| LANVLNEKVSECEG- - - - - - ------- Cl LDI L 204
Yeast LM\R- - - - - - - GGKL Kl NAKI GSKAI LELACNMLNCKI EQCEK- - - - - - - - - - - - - Cl NDI L 206
Debha L le L El KCA! 223
Yarli Cl - _AéKLQRP IACE DBKB--------------------- 3 193
Schpo L ------- GETLNRP ZGKAI LDLVNKLTEAQBK- - - = - === === === o= = - - 197
Neucr_cut | EBLLNR------- RP =C E VGARSCF 231
Chagb_cut LLNR- - - - - - - RP! | lee : CAASRASFI E 231
G bze_cut VDBLM\R------- RP! =CCC E ASSRATF 231
Aspor _cut VDBLNMNK- - - - - - - RP! =C g ARRSF 235
Aspfu_cut VOBLNNK------- CAAL =C =AEC ARRSF 235
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