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Assessment form

BIOL3004 Protein Structure Function and Evolution elective 2008
Assessor:

	Group
	Content

(30%)
	Integration (40%)
	Presentation

(15%)
	Collaboration

(15%)
	Total

(100%)

	MARK SEPARATELY!!
Yong Ming Lim,
Du Guoqing,
Sitoh Kheng Wai

pyridoxal (pyridoxine, vitamin B6) phosphatase
	
	
	
	
	

	Eleanor McDonald,
Liam Coulthard,

Daniel Foskey

phytanoyl-CoA dioxygenase domain containing 1 isoform a
	
	
	
	
	

	Mo Zhao,

Siowwei Lee,

Kenn Lu

nucleotide binding protein 2 (MinD homolog, E.coli)
	
	
	
	
	

	Basma Al Alaiwat, Sebastian Mynott,
Thomas Parker

arylformamidase
	
	
	
	
	

	Darshani Rupasinghe, Natasha Ferber 


arylsulfatase K
	
	
	
	
	

	Ivana Ferreira,
Connor Skennerton, Nuwan Dahanayake

hypothetical protein LOC56985
	
	
	
	
	

	Luke Budianto Ishak, Krishna-Lila Shastri,
Teng Meng Hua

aspartyl aminopeptidase
	
	
	
	
	

	Lopson Kebapetswe, Robert O'Malley

selenium binding protein 1
	
	
	
	
	

	Anton Lord,
Charlie Brunello,

 Matthew Lovell

dehydrogenase/reductase (SDR family) member 1
	
	
	
	
	

	Jinhsien Choo,
Emilyn Tan,

Ana Lei

tRNA isopentenyltransferase 1
	
	
	
	
	


Assessment Criteria

To earn a mark of 85%, a student must demonstrate an excellent understanding of the course material. This includes clear expression of nearly all their deductions and explanations, the use of appropriate and efficient bioinformatics techniques and accurate answers to nearly all questions and tasks with appropriate justification. They will be able to apply computational biology techniques to completely solve both theoretical and practical problems. 

To earn a mark of 75%, a student must demonstrate a comprehensive understanding of the course material. This includes clear expression of most of their deductions and explanations, the general use of appropriate and efficient computational biology techniques and accurate answers to most questions and tasks with appropriate justification. They will be able to apply these techniques to partially solve both theoretical and practical problems. 

To earn a mark of 65%, a student must demonstrate an adequate understanding of the course material. This includes clear expression of some of their deductions and explanations, the use of appropriate and efficient computational biology techniques in some situations and accurate answers to some questions and tasks with appropriate justification. They will be able to apply these techniques to solve fundamental problems. 

To earn a mark of 50%, a student must demonstrate an understanding of the basic concepts in the course material. This includes occasionally expressing their deductions and explanations clearly, the occasional use of appropriate and efficient computational biology techniques and accurate answers to a few questions and tasks with appropriate justification. They will have demonstrated knowledge of techniques used to solve problems and applied this knowledge in some cases. 

To earn a mark of 45%, a student must demonstrate some knowledge of the basic concepts in the course material. This includes occasional expression of their deductions and explanations, the use of a few appropriate and efficient computational biology techniques and attempts to answer a few questions and tasks accurately and with appropriate justification. They will have demonstrated knowledge of techniques used to solve problems. Note: A Grade 3 (45%< mark < 50%) is a ‘Fail’ and falls short of satisfying all basic requirements for a Pass.
To earn a mark of 20% a student must demonstrate some knowledge of the basic concepts in the course material. This includes attempts at expressing their deductions and explanations and attempts to answer a few questions accurately. 

A student will earn a mark above 0% if they show a poor knowledge of the basic concepts in the course material. This includes attempts at answering some questions but showing an extremely poor understanding of the key concepts.  

